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Figure S5. The estimation of the most probable macromolecular targets of rhubarb compounds. According to the tool description “The prediction is founded 
on a combination of 2D and 3D similarity with a library of 370000 known actives on more than 3000 proteins from three different species”. The webtool 
(http://www.swisstargetprediction.ch/ accessed on 15 October 2022) is described in the article: SwissTargetPrediction: updated data and new features for 
efficient prediction of protein targets of small molecules, Daina A., Michielin O., Zoete V.  Nucleic Acids Res. 2019;47(W1):W357-W364. doi: 
10.1093/nar/gkz382. (2019). 


